[Mathematical express interpretation of the results of biochemical typing for identification of representatives of Enterobacteriaceae].
With the aid of Ypapi-14A computer the authors studied the sets of biochemical tests to assess the differential significance of each of the tests in identification of representative of the Enterobactericeae family. The sequence of the tests under study in the order of interpriorty by the differential significance was determined. The test sets providing the best identification variants were demonstrated. Complete identification of enterobacteriae was possible in all the cases with the use of 6 to 9 tests.